VSP homologies (Fig.l) 
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Figure 2 



PROPOSED VSPp METHIONINE-ENRICHED VARIANTS 
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Fig. 3A 

Hydropathy index computation for sequence VSPB. 



Total number of amino acids is: 218. 




Hydropathic index of USPB from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftVV - -4.95) . 



Fig. 3B 

Hydropathy index computation for sequence VSPM10 

Total number of amino acids is: 218. 
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Hydropathic index of USPfll from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftW - -5.52). 



Fig, 3C 

Hydropathy index computation for sequence VSPM20- 

Total number of amino acids is: 218. 




Hydropathic index of USPN26 from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftW - -5.68). 



Fig. 3D 

Hydropathy index computation for sequence VSPM30. 



Total number of amino acids is: 218. 
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Hydropathic index of VSPM38 from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftW = -5.31). 
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Figure 4 
VSPP-metlO sequence 

1 GGCCCAGCCGGCCAGATCTTCGGAGATGAAATGCGCTAGCTTTAGGCTTGCTGTGGAAGC 60 

CCGGGTCGGCCGGTCTAGAAGCCTCTACTTTACGCGATCGAAATCCGAACGACACCTTCG 

61 ACACAACATGCGAGCCTTTAAAACCATTCCTGAAGAGTGCATGGAACCAACAAAGGACTA 120 

TGTGTTGTACGCTCGGAAATTTTGGTAAGGACTTCTCACGTACCTTGGTTGTTTCCTGAT 

121 CATGAATGGCGAACAATTTCGAATGGACTCTAAAACAGTTAACCAACAGGCCTTCTTTTA 180 
GTACTTACCGCTTGTTAAAGCTTACCTGAGATTTTGTCAATTGGTTGTCCGGAAGAAAAT 

181 TGCTAGTGAAATGGAAATGCATCACAACGACATGTTTATATTCGGCATGGATAACACCAT 240 
ACGATCACTTTACCTTTACGTAGTGTTGCTGTACAAATATAAGCCGTACCTATTGTGGTA 

241 GCTCTCTAATATCCCATACTATGAAAAACATGGATATGGGGTGGAGGAATTTAATGAAAC 300 
CGAGAGATTATAGGGTATGATACTTTTTGTACCTATACCCCACCTCCTTAAATTACTTTG 

301 CTTATATGATGAATGGGTTAACAAGGGCGACGCACCGGCATTGCCAGAGACTCTTAAAAA 360 
GAATATACTACTTACCCAATTGTTCCCGCTGCGTGGCCGTAACGGTCTCTGAGAATTTTT 

361 TTACAACAAGCTGATGTCCCTTGGCTTCAAGATGGTATTCTTGTCAGGAAGGTACCTTGA 420 
AATGTTGTTCGACTACAGGGAACCGAAGTTCTACCATAAGAACAGTCCTTCCATGGAACT 

421 CJ\AAATGGCCGTAACAGAAGCAAACCTAATGAAGGCTGGCTTCCACACATGGGAGCAGTT 480 
GTTTTACCGGCATTGTCTTCGTTTGGATTACTTCCGACCGAAGGTGTGTACCCTCGTCAA 

481 AATTCTCAAGGATCCACATCTTATGACTCCAAATGCACTTTCATACAAATCAGCAATGAG 540 
TTAAGAGTTCCTAGGTGTAGAATACTGAGGTTTACGTGAAAGTATGTTTAGTCGTTACTC 

541 AGAGAATATGTTGAGGCAGGGATACAGAATTGTTGGAATGATTGGTGATCAATGGAGCGA 600 
TCTCTTATACAACTCCGTCCCTATGTCTTAACAACCTTACTAACCACTAGTTACCTCGCT 

601 TCTGCTTGGAGACCACATGGGCG7VATCTAGAACCTTTAAGCTTCCTAATCCCATGTACTA 660 
AGACGAACCTCTGGTGTACCCGCTTAGATCTTGGAAATTCGAAGGATTAGGGTACATGAT 

661 CATGGAGGCGGCCGC 675 
GTACCTCCGCCGGCG 
Not I 



Figure 5 

Colony lift assay to detect protein-protein interactions 
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